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Table S1. pET-28a(+)-B-glucanase cloning primers

Primer ID Sequence

pET-28a(+)-B-glucanase-F GGGTCGCGGATCCGAATTCATGTTTTATCGTATGAAACGAGTGC
pET-28a(+)-B-glucanase-R GTGGTGGTGGTGGTGCTCGAGTTATTTTTTTGTATAGCG

Table S2. 3-glucanase transient vector construction primers

Primer ID Sequence
B-glucanase-F ATATAACATTACGCCGAGGCCTATGTTTTATCGTATGAAAC
-glucanase-R CTTGTAATCATAGGGAAGAGGCCTTTATTTTTTTGTATAGCG

Table S3. 3-glucanase mutants vector construction primers

Primer ID Sequence

B N5*-F CTTGCCGTCACTGGATTGTTTT

B N5-R CTCAAAAACAATCCAGTGACGGCAAGCAGCAGCACTCGTTTCA
B N-F CCAATGGAGATATGTTCAACGCTAAAAACACAGGGATCGT

B N°-R ACGATCCCTGTGTTTTTAGCGTTGAACATATCTCCATTGGAA

B N'6-F GTCAGAATGAAACCGGCTGTTGCGGATCTCGGATTT

BN'¢-R ATCCGAGATCCGCAACAGCCGGTTT

B N23-F CCATGAGAAGGTTGCGAATGGGATAGGTGTCGATGACTGGCT

B N23-R ACACCTATCCCATTCGCAACCTTCTC

B N23-R GTAATCATAGGGAAGAGGCCTTTAATTCCACAAGTTCATCATGAT

Table S4. The sequences of RT-qPCR primers

Primer ID Sequence

PTIT-F GACAGGTCAAGTGCGCTTCTTCG
PTIT-R CAATAGTTGGTGCGCTCGTGGG
WRKY7-F CAGCGCGTAAACATGTGGAAAGAG
WRKY7-R CCAAAGAAGATCTGAGCCGTGGAG
WRKY8-F CACAACCATCCAAAGCCGACTCAG
WRKY8-R GGGTCTGGTTCTTTTGAGTCTGGTT
ACRE31-F CCAGCCATCCACGATCCATTCATA
ACRE31-R GAAGAAGACTTAAGTTTGCCCCTGG
CYP71D20-F AAGGTCCACCGCACCATGTCCTTAGAG
CYP71D20-R AAGAATTCCTTGCCCCTTGAGTACTTGC
FRK-F AGCAGTTGACGGACAAAAGTG

FRK-R TGTGTAGTTTTGCCCATTGG




